D a l l e M o l l e I n s t i t u t e f o r P e r c e p t u a l A r t i f i c i a l Intelligence • P.O.Box 592 • Martigny • Valais • Switzerland

phone +41 − 27 − 721 77 11 fax +41 − 27 − 721 77 12

e-mail secretariat@idiap.ch
internet http://www.idiap.ch

Vessel Segmentation and Branching Detection using an Adaptive Profile Kalman Filter in Retinal Blood Vessel Structure Analysis

Pedro Quelhas^{a,b} James Boyce^b

IDIAP–RR 03-58

October 2003

first revision : January 03 second revision : March 03

published in Proc. of IbPria 2003, Mallorca, Spain LNCS 2652, Springer

a IDIAP,Martigny Switzerland a King’s College London, Department of Physics, London

IDIAP Research Report 03-58

Vessel Segmentation and Branching Detection using an Adaptive Profile Kalman Filter in Retinal Blood Vessel Structure Analysis

Pedro Quelhas James Boyce

October 2003

first revision : January 03 second revision : March 03

published in Proc. of IbPria 2003, Mallorca, Spain LNCS 2652, Springer

Abstract. This report presents an improved tracking based method for retinal vessel segmentation that uses blood vessel morphology to adapt the tracking parameters. The method includes branching detection and avoidance methods. A bi-level threshold method, based on local vessel information, is used for segmentation. Tracking is based on Kalman filtering. The results are compared with existing ground truth. It is concluded that ground truth segmentation is not easily comparable.

1 Introduction

Several diseases affect blood vessels in the human body, making blood vessel appearance an important indicator for many diagnoses [1]. The retina is one place in the human body where the network of blood vessels can be viewed directly in vivo and examined for pathological changes [2]. The structure of the blood vessels in the retina can in this way be used in the grading of disease severity [3].

Retinal analysis in done through image collection. At present the analysis of these images can only be made by qualified medical staff, but there is a shortage of personnel to perform such examinations. An automated method to analyze the images from the retina would be a precious tool. There are two types of images that can be collected of the retinal blood vessels: retinal angiograms and retinal fundus images. Fundus images were used in this work because, although having lower contrast, they are captured by a non-invasive technique and hence are preferred by the medical community.

Two strategies have been employed in the past for the automatic detection of the retinal blood vessels [4]: scanning [5, 6, 7] and tracking [4, 8, 9]. Scanning is normally a two-pass operation. First feature points are enhanced, followed by a threshold to obtain a binary image. Chaining centerline midpoints is then used to recognize the vessel structure while excluding isolated points. Tracking is a single-pass operation that starts from a given position and extracts image features, gathering structural information, while proceeding using the continuity properties of the vessel. Scanning methods always provide total image segmentation but result in difficult to extract and normally incomplete structural data. Tracking methods easily gather structural information but require vessel continuity for stable operation, and a selected starting point. Scanning methods are more computationally intensive than tracking based methods [4].

We chose to use a tracking method for its computational efficiency and ease of structural information extraction. Kalman filter [11] based tracking was chosen since it has proven itself to be adequate in this type of application [4, 9, 10].

Retinal structure tracking methods must segment the image into vessel/non-vessel pixels. Three approaches exist: amplitude segmentation [8, 9], template matching [4, 5, 6, 12] and parametric model fitting [10, 15]. Thresholding is always needed, either on the filter response (matching) or on the segmentation level (amplitude segmentation/model fitting).

Tracking methods segment the vessel based on its image intensity transverse section (profile). The profile is normally modeled as deriving from a Gaussian shape, caused by the reflection curve from the outer layer of a cylindrical column. In some vessels, due to light refraction on the column of blood within the vessel’s wall, light is reflected to the camera causing a ’dip’ at the top of the Gaussian shape [14]. Gao et al. [13] analyzed several models and concluded that the best model for blood vessel profiles in retinal fundus images where the ’dip’ effect occurs is the difference of two Gaussian functions.

2 Methods

Based on accepted biological properties the following assumptions have been made concerning the appearance of vessels on retinal fundus images:

Piece-Wise Linear Structure: Piece-wise linear, i.e. small curvature, has been assumed in all previous tracking processes [4, 9, 10]. This assumption enables the setting of an upper limit for the curvature of the vessel, so that we can constrain the Kalman filter to a more stable operation point.

Binary Branching Tree: The binary nature of the vessel branching tree can be easily recognized in retinal images. Thus, there can only be two vessels emanating from a branching point [2].

Constant Vessel Width Between Branching Points: The average width variation in interbranch sections of the vessel can be ignored, in low pathology incidence. Useful in the detection and avoidance of pathologies and crossing, improving the tracking stability.

Used in past literature without proof [8, 9], this property was here verified by observed results. A total of 520 vessel profiles were gathered from linear sections of several different vessels with different widths. The variation of those vessels’ width was measured. Using the Kolmogorov-Smirnov statistical the estimate for the average width variation is 0±0.32 pixels with a confidence of 95%.

2.1 Blood Vessel Tracking

The Kalman filter implements a predictor-corrector type estimator that is optimal in the sense that it minimizes the estimated error covariance in optimal conditions. Though the conditions necessary for optimality rarely exist the filter works well for many applications [16].

The case of Kalman filter tracking of blood vessels deserves special attention since the filter applied to the tracking process is modified so that the calculations become simpler.

Pk−1 - Previous vessel profile. Pk - Current vessel profile. Pk+1 - Next vessel profile. P’k+1 - Preliminary vessel profile. Ck−1 - Previous profile centre point. Ck - Present profile centre point. Ck+1 - Next profile centre point. C’k+1- Predicted centre point. V’k - Predicted direction of tracking. Vk - Direction of tracking.

Vk−1 - Previous direction of tracking.

Figure 1: Tracking algorithm schematics.

Fig. 1 shows the spatial schematics for the used Kalman filter. The algorithm uses the previous and current profile’s center to predict the vessel’s trajectory. Measurement is done and a new profile is obtained giving the correct vessel’s trajectory.

p̂x(k + 1) = ϕ × px(k) (1) p = x vx ax , y vy ay (2)

ϕ = 1 0 0 T 1 0 1 2 T^2 T 1 (3) px(k + 1) = p̂x(k + 1) + β × P (k) (4)

P (k) = Z(k) 1 T (_3 2 Z(k) − 2Z(k − 1) +^1_2 Z(k − 2) ) 1 T^2 (Z(k) − 2Z(k − 1) + Z(k − 2)) (5)

Equations 1-5 give the applied Kalman filter mathematical structure, where T is the tracking step size, px(k) is the state vector, p̂x(k) is the predicted state vector, Z(k) is the measurement from the image, β is the filter mixing gain and k is the current tracking step. In literature the gain β is normally one, giving absolute confidence to the measurements [9, 10]. Some authors try to assess a value depending on the assumed errors in each of the model’s variables [4]. β = { 0, current width variation > 2 × standard deviation 1, current width variation < 2 × standard deviation (6)

We here introduce a novel tracking gain that varies as a function of the vessel’s width. Based on the constant width principle introduced in Section 2 we assume that if the width doesn’t vary the vessel is being followed correctly and so we keep the gain high. Significant changes in width occur only in branch points, crossings or pathology, in those cases the filter’s gain is reduced, thus causing the tracking to follow the predicted path without deviation. Gain variation was implemented according to the rules presented in equation 6.

(a) (b) (c) (d)

Figure 2: Tracking examples: (a) and (b) show correct tracking resulting from variable gain usage (white line marks the profile where gain was varied), contrary to these results, fixed gain produced the erroneous results in images (c) and (d).

Fig. 2 shows the results from the developed tracking method. Comparing the results in (a) and (b) with (c), respectively, and (d) its is easy to see that fixed gain methods can cause both trajectory (c) and measurement errors (d).

Often, after branching or crossing, several vessels will be detected vessel. The problem of choosing from the several possible vessels is solved based on similarity with the previously tracked vessel. Similarity is measured by euclidian distance in a two dimensional feature space based on width difference and trajectory deviation. The choice is constrained to smaller vessel than the one previously tracked since resulting vessels are always thinner [2]. If no vessel can be found that fits the requirements tracking is terminated and pathology is reported.

2.2 Vessel Segmentation

The objective of this work is the analysis of the retinal vessel structure so an accurate method for vessel segmentation is needed. Matching is known to have low accuracy [12]. Parameterized model techniques presented in [10, 15] were incapable of providing good results in the presence of low contrast or very thin vessels. Single-level direct segmentation [8, 9] was tested using half-height threshold, the results were unsatisfactory since it is more prone to produce sub-division of wider vessel and false positives, as can be seen in Fig. 3 (b).

(a) (b)

Figure 3: Bi-Level versus half height segmentation: (a) shows the results from the bi-level thresholding method developed in this work, (b) shows the result from a normal half-height thresholding method as presented in [9].

Here we present a direct segmentation method based on bi-level segmentation with subsequent agglomeration. The values gathered from the previous profiles are used to give the values for thresholding. Information of the last four vessel profiles (if available) is averaged to obtain the maximum (M) and minimum (m) levels used to set the thresholds.Thresholds are set by equation 7. { t1 = m + 0.33 ∗ (M − m) t2 = m + 0.66 ∗ (M − m) (7)

Any pixel having intensity above t2 is classified as vessel (condition 1) and all points above t1 that have a neighbor above t2 are also classified vessel (condition 2). This is repeated until there are no more vessel in condition 2. Fig. 3 (a) show the final result of this method.

(a) (b)

Figure 4: Ground-truth comparison results: (a) shows the resulting ROC curves from symmetric and asymmetric ground-truth blood vessels, (b) shows an example of asymmetric ground-truth blood vessel segmentation.

In literature great importance is placed upon the reproduction of ground-truth data [5, 12]. This is logical since we are trying to replace the human interpretation of the retinal images.

It was found that, in existing data [5], ground-truth segmentation levels are asymmetric, as can be observed in Fig. 4 (b). Since the used segmentation method produces a symmetric segmentation, ground truth was impossible to reproduce with the presented method. Fig. 4 (a) shows the ROC curves for a symmetric and asymmetric ground-truth blood vessel respectively. In Fig. 4 (a) the point of operation of a simple half-height segmentation method on a symmetric ground-truth blood vessel is marked by a plus sign.

It is believed that the human observer tends to bias its segmentation based on the illumination of the vessel. The flash light used to take the images produces shadow on one of the vessel’s side and not in the other due to the spherical geometry of the retina. This makes the ground truth segmentation complex.

2.3 Branching Detection

Most of the tracking methods existing in literature [9, 10] ignore branching of vessels or base detection on the local curvature of the vessel [4]. The first option gives reliable results only during linear sections of the vessel; the second ignores all the small vessels that can branch off the main vessel.

Currently there is no strategy that fully solves this problem: this is because branching is highly irregular and branching rules are not easily gathered from images [2].

Although the tracking method presented here detects branching points which would perturb the tracking so that they can be compensated, there are some vessels that are either too small to perturb the tracking or are missed because they exist between profile samples. To solve the problem we propose the collection of the grey levels in two lines parallel to each side of the vessel, this allows searching for

(a) (b)

Figure 5: Branching Detection Method. (a) shows the tracking of the vessel with two white lines at each side of the vessel, this is where the branching vessels are going to be searched, (b) shows the gathered pixel values and detected vessels in the left side line.

branching vessels using the bi-level threshold used in the main vessel. Fig. 5 shows results of branch detection.

The detected branches can then be used as seed points for the main tracking algorithm.

3 Results

The performance of the variable gain tracker when in presence of branches or crossings was proven to be effective in the available set of images, as can be observed in Fig. 2. This allowed for a better quality in the acquired structural data.

The introduced blood vessel bi-level threshold detection method was found to be more effective than the normally used half-height method [9, 8] as can be seen in Fig. 3 (a). It can be seen that in the presence of symmetric ground-truth this method has higher segmentation quality.

The assumption that blood vessels don’t change width between branching points was found to be correct by statistical inference and consequential results.

4 Discussion

The strategy used to develop this algorithm was found to be adequate for retinal blood vessel segmentation. Tracking was shown to allow the integration of local statistical information, effectively allowing for improvement in the tracker efficiency. The variable gain allowed for the avoidance of singularities that otherwise might disturb tracking and corrupt the structural data.

The bi-level threshold technique enabled the correct detection of the vessel even in presence of significant ’dip’ effects and nearby smaller vessels.

The proposed method for branching detection gave promising results and is believed to be a good base for a method capable of complete segmentation.

The asymmetry of the ground truth made the reproduction of human segmentation impossible with the presented method. If the proposed dependency of the ground-truth data on illumination is proven, the authors believe that correct segmentation may by possible even in asymmetric cases. However further study is needed.

5 Acknowledgements

This work was the result of the dissertation work for the M.Res. in Image and X-Ray Physics at King’s College London, founded by EPSRC. Retinal images were supplied as a part of a collaboration with St. George’s Hospital, Tooting.

This work was done with the financial support of the Portuguese Foundation for Science and Technology (FCT) and the European Social Fund (FSE) through the scholarship SFRH/BM/8054/2002.

The authors acknowledge financial support provided by the Swiss National Center of Competence in Research (NCCR) on Interactive Multimodal Information Management (IM)2. The NCCR is managed by the Swiss National Science Foundation on behalf of the Federal Authorities.

References

[1] American Academy of Ophthalmology: Ophthalmic Pathology. Basic and Clinical Science Courses, Section 11,179,(1991).

[2] M. Martinez-Perez: Computer Analysis of the Geometry of the Retinal Vasculature. PhD. thesis of the University of London, Imperial College, November 2000.

[3] M. Figueiredo, and J. Leitao: A Nonsmmoothing Approach to the Estimation of the Vessel Contours in Angiograms. IEEE Trans. in Med. Imag., V. 14, 162-172, 1995.

[4] O. Chutatape, L. Zheng, and S. Krishnan: Retinal Blood Vessel Detection and Tracking by Matched Gaussian and Kalman Filters. 20th Annual International Conference of the IEEE Engineering in Medicine and Biology Society, Hong Kong, 29 October - 1 November 1998,3144-3149.

[5] A. Hoover, V. Kouznetsova, and M. Goldbaum: Locating Blood Vessels in Retinal Images by Piecewise Threshold Probing of a Matched Filter Response. IEEE Transaction on Medical Image, V. 19, N. 3, 203-210, 2000.

[6] S. Chaudhuri, S. Chatterjee, N. Katz, M. Nelson, and M. Goldbaum: Detection of blood vessels in retinal images using two-dimensional matched filters. IEEE Trans. on Medical Imaging, V. 8, N. 3, 263-269, September 1989.

[7] B. Cote, W. Hart, M. Goldbaum, P. Kude, and M. Nelson: Classification of blood vessels in ocular fundus images. Computer Science and Engineering Department University of California, San Diego, Technical Report, 1994.

[8] Y. Tolias, and M. Panas: A fuzzy vessel tracking algorithm for retinal images based on fuzzy clustering. IEEE Trans. on Medical Imaging, V. 17, N. 2, 263-273, 1998.

[9] Y. Sun: Automated Identification of Vessel Contours in Coronary Arteriograms by an Adaptive Tracking Algorithm. IEEE Trans. on Med. Imag., V. 8, N. 1,1989.

[10] A. Zhou, M. Rzeszotarski, and L. Singerman: The detection and quantification of retinopathy using digital angiograms. IEEE Trans. on Med. Imag., V. 13, N. 4, 1994.

[11] R. Kalman: A New Approach to Linear Filtering and Prediction Problems. Transaction of the ASMEJournal of Basic Engineering, 82, Series D, 35-45, 1960.

[12] L. Gang, O. Chutatape, and S. Krishnan: Detection and Measurement of Retinal Vessels in Fundus Images Using Amplitude Modified Second-Order Gaussian Filter. IEEE Trans. on Biomedical Engineering, V. 49, N. 2, February 2002.

[13] X. Gao, A. Bharath, A. Stanton, A. Hughes, N. Chapman, and S. Thom: Towards retinal vessel parameterisation. SPIE conference on medial imaging, 1997.

[14] O. Brinchman-Hansen, and H. Heier: Theoretical Relations between Light Streak Characteristics and Optical Properties of Retinal Vessels. Acta Ophthalmologica, Supplement 179, 33, 1986.

[15] X. Gao, A. Bharath, A. Stanton, A. Hughes, N. Chapman, and S. Thom: Measurement of Vessel Diameters on Retinal Images for Cardiovascular Studies. Department of Clinical Pharmacology, Imperial College School of Medicine, London, UK, 2001.

[16] G. Bishop, G. Welch: An Introduction to the Kalman Filter. University of North Carolina, Department of Computer Science, Course 8, SIGGRAPH 2001.